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Supplementary Figure S1. Molecular validation of EDIL3 downregulation and EMT gene
set enrichment.
Gene Set Enrichment Analysis (GSEA) plot demonstrating the significant downregulation of
the mTORCI1 signaling hallmark gene set in Stellettin B-treated HSC-3 cells. The Normalized
Enrichment Score (NES) and False Discovery Rate (FDR) g-value indicate a robust

suppression of this central survival and metabolic pathway.



