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Supplementary Data S1

Results of TMPO DNA sequencing

for CRISPR-Cas9 KO LAP2a clones (H9C2 cells)



Clone 22G2......LAP2a +/-

YOUR UPLOAD

LABEL GUIDE SEQUENCE(S) CONTROL FILE EXPERIMENT FILE
22G2 245R 200622_Premixed- .., ) 1 AAATAAGCTCCGTCC SI:RL l;?;rii:ecdRisoasoosoa. 2262 2498 200672 Prosnbid
TS03500300-copie copie"am TS03500300-copie.abl

Analysis of 22G2 245R 200622_Premixed-TS03500300-copie

Contributions

status @ Guide Target @ PAM Sequence @ Indel % @ Model Fit (R) @ Knockout-Score @

GGAATAAATAAGCTCCGTCC AGG 72 72

RELATIVE CONTRIBUTION OF EACH SEQUENCE (NORMALIZED)

INDEL CONTRIBUTION v SEQUENCE

-1 48% AG G GAAGTTAG TGG : GGAGCTTATTTATT TT GAGTCTAGCTATGATAGATGTGTAG
-37 24% A G A G : GAGTCTAGCTATGATAGATGTGTAGAG
0 24% GACGCAGAAGTTAG TGGAI CGGAGCTTATTTATT i 5 § GAGTCTAGCTATGATAGATGTGTAGAG
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Clone 22G3......LAP2a +/-

YOUR UPLOAD

LABEL GUIDE SEQUENCE(S) CONTROL FILE EXPERIMENT FILE

22G3 245R 140223 _Premixed-
TS03935050

HIC2 22AT1 245R
270622 _Premixed-TS03543468.abl

22G3 245R 140223_Premixed-

GGAATAAATAAGCTCCGTCC TS03935050.ab1

Analysis of 22G3 245R 140223_Premixed-TS03935050

Contributions

status @ Guide Target @ PAM Sequence @ Indel % @ Model Fit (R) @ Knockout-Score @
V] de GGAATAAATAAGCTCCGTCC AGG 7 Vi
RELATIVE CONTRIBUTION OF EACH SEQUENCE (NORMALIZED)
INDEL CONTRIBUTION v+ SEQUENCE
-1 « 38% TCTGAAGGAATA ATAAGCT :T AGGGGCTAACTTCTGCGTCTGT TTT AGG6 AGGCTGTAT G
0 26% TCTGAAGGAATAAATAAGCTCCG TCCAGGGGCT TTCTGCGTCTGT TTTCCAGGCAAGGCTGTATCAG
# 16% TCTGAAGGAATAAATAAGCTCCGI NTCCAGGGGCTAACTTCTGCGTCTGT TTT GGCAAGGCTGTAT
-2 9% TCTGAAGGAATAAATAAGCTCCG AGGGGCTAACTTCTGCGTCTGT TTTCCAGGCAAGGCTGTATCAG
-2 % TCTGAAGGAATAAATAAGCT ; AGGGGCT TTCTGCGTCTGT TTTCCAGG GGCTGTATCAG
-2 % TCTGAAGGAATAAATAAGCT 1 TCCAGGGGCTAACTTCTGCGTCTGT TTTCCAGGCAAGGCTGTATCAG
EDITED SAMPLE 211 TO 276 BP
1500 AT T G T G T T G A G G L ¥ G T T 66666 T T T+%Y 766 8 : 5 T Ty
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“‘\
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CONTROL SAMPLE 210 TO 275 BP
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Clone 22B3.

Contributions

statws @ Guide Target O PAM Sequence @ Indei % @ Model Fit (R @ Knockout-Score O

GGAATAAATAAGCTCCGTCC AGG 100 1 100

RELATIVE CONTRIBUTION OF EACH SEQUENCE (NORMALIZED)

INDFI CONTRIRITION
-1 I 100% TG G AAAGGGACAGACGCAGAAGTTAG TGO AGGAGC TTATTTATTCCTT

EDITED SAMPLE 123 TO 188 B8P

CTE6E6 AAAGGGACAGACGCAGAAGTTAGCCCCTEG G ETXTTETTTITATETRE T TEAEGAGTETAESEC TR
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CONTROL SAMPLE 124 TO 189 BP
b CTGGAAAGGGACAG ACGCAG AAGTTAGECC 6 G A TTATTCCETTCAGAGBTCTASGBCT
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Clone 22A11..... LAP2a +/+

YOUR UPLOAD

LABEL GUIDE SEQUENCE(S) CONTROL FILE EXPERIMENT FILE

C. H9 11245R
C2 T 2R CTRL2 245 090522 _Premixed- G2 202
270622_Premixed- GGAATAAATAAGCTCCGTCC TS03340827—copie.abl 270622 _Premixed-TS03543468-
TS03543468-copie e copie.abl

Analysis of HO9C2 22A11 24 70622 _Premixed-TS03543468-copie

Contributions

status @ Guide Target @ PAM Sequence @ Indel % @ Model Fit (R) @

: GGAATAAATAAGCTCCGTCC AGG 0

RELATIVE CONTRIBUTION OF EACH SEQUENCE (NORMALIZED)

INDEL CONTRIBUTION v SEQUENCE

1
0 100% T R GG T T G T 81 ¥ GGGGCT G i ) TGCGT TGT o 2 GG GGCTGT T G

EDITED SAMPLE 210 TO 275 BP
T T G T G T TG G 6 T T G T G,T 6 666 T
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CONTROL SAMPLE 118 TO 183 BP
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Clone 21E10..... LAP2a +/+

Analysis of 21E10

Contributions

status @ Guide Target @ PAM Sequence @ Indel % @ Model Fit (R) @

TGAGGCTCCTCAGCACGCGA TGG 0

RELATIVE CONTRIBUTION OF EACH SEQUENCE (NORMALIZED)

INDEL CONTRIBUTION v SEQUENCE
1
0 100% TG TGAGGCT TCAG G GATGGCTGAGCTCT TCTT T GG TATTTTCT T 6T

The contributions show the inferred seq nt in your edited population and their relative proportions (in contrast to

the Inc

el Distribution ab)
dotted lines, and the wi pe

Clone 21B1..... LAP2a +/+

Analysis of 21B1 446F 210223_Premixed-TS03935064

Contributions

status @ Guide Target @ PAM Sequence @ Indel % @ Model Fit R) @

TGAGGCTCCTCAGCACGCGA TGG 0

RELATIVE CONTRIBUTION OF EACH SEQUENCE (NORMALIZED)

INDEL CONTRIBUTION v SEQUENCE

0 100% GGG GAGTAGAGCT G TCG GTGCTGAGGAG T TGTTT G 6T GTTTTCTCTAGTG G



Clone 21H4...... LAP2a +/-

YOUR UPLOAD

LABEL GUIDE SEQUENCE(S) CONTROL FILE EXPERIMENT FILE
21H4 446R 210622 _Premixed- TGAGGCTCCTCAGCACGCGA 10C4 446R 130622_Premixed- 21H4 446R 210622_Premixed-
TS03500310-copie TS03500263-copie.abl TS03500310-copie.abl

Analysis of 21H4 446R 210622_Premixed-TS03500310-copie

Contributions

Guide Target @ PAM Sequence @ Indel % @ Model Fit (R) @ Knockout-Score @

TGAGGCTCCTCAGCACGCGA TGG 83 : 83

RELATIVE CONTRIBUTION OF EACH SEQUENCE (NORMALIZED)

INDEL CONTRIBUTION v SEQUENCE

1
-2 = 83% AGGGAAG GT G G T G AT G - K6 T6 GG G T ATGTTT G g 6T I o s O T T GTGAAAG
1
0 16% GGGAAGAGTAGAGCTCAG TCG. GTGCTGAGGAG T TE&ETTT GATCAGTCAGTTTTCTCTAGTGAAAG
EDITED SAMPLE 172 TO 237 BP
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