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Supplementary Figure S1.

Pan-cancer survival analysis of AMIGO2 expression across TCGA cohorts. Kaplan—
Meier curves show overall survival stratified by high vs. low AMIGO2 expression in
pancreatic adenocarcinoma (PAAD), colon adenocarcinoma (COAD), stomach
adenocarcinoma (STAD), breast cancer (BRCA), and lung adenocarcinoma (LUAD).
Only PAAD exhibited a significant survival association (HR =2.21, p=4.5 x 107).
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Supplementary Figure S2.
Combined alteration analysis of the AMIGO family (AMIGO1, AMIGO2, AMIGO3)



in the TCGA-PAAD cohort using cBioPortal. The survival curve shows no significant
difference in overall survival between the altered and unaltered groups (Log-rank p =
0.855), indicating that AMIGO?2 is the main prognostic driver among AMIGO family

members in pancreatic adenocarcinoma.

Hazard Log-rank p- Prognostic
Cancer type n (total) n (high) n (low) Ratio (HR, g P .
. value impact
high vs. low)
PAAD 178 89 89 2.21 0.00045 Significant,
poorer OS
COAD 270 135 135 1.20 0.49 N.Ot. .
significant
STAD 384 192 192 1.30 0.12 N.Ot. "
significant
BRCA 1,070 535 535 0.94 0.69 N.Ot. "
significant
LUAD 478 239 239 0.94 0.68 N.Ot. i
significant

Supplementary Table S1. The correlation between AMIGO2 expression and

distinct cancer types.




