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Module membership vs. gene significance
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Module Membership in yellow module
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Module Membership in purple module
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 cor=0.015, p=0.88

Module Membership in skyblue module

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r t
ra

it

0.3 0.4 0.5 0.6 0.7 0.8 0.9

0.
0

0.
1

0.
2

0.
3

0.
4

Module membership vs. gene significance
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Module Membership in cyan module
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Module Membership in greenyellow module
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Module membership vs. gene significance
 cor=0.065, p=0.048

Module Membership in grey module
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Module membership vs. gene significance
 cor=0.13, p=0.24

Module Membership in paleturquoise module
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Module membership vs. gene significance
 cor=−0.13, p=8.3e−05

Module Membership in green module
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Module membership vs. gene significance
 cor=−0.2, p=0.00013

Module Membership in grey60 module
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Module Membership in brown4 module
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Module membership vs. gene significance
 cor=−0.23, p=0.18

Module Membership in thistle2 module
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Module membership vs. gene significance
 cor=0.1, p=0.16

Module Membership in darkturquoise module
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Module membership vs. gene significance
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Module Membership in lightyellow module
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Module membership vs. gene significance
 cor=0.46, p=0.0032

Module Membership in bisque4 module
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Module Membership in orangered4 module
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Module Membership in darkred module
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Module Membership in orange module
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Module Membership in darkorange module
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Module Membership in yellowgreen module
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Module Membership in ivory module
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Module membership vs. gene significance
 cor=−0.21, p=0.13

Module Membership in mediumpurple3 module
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Module Membership in darkorange2 module
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Module Membership in steelblue module
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Module membership vs. gene significance
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Module Membership in sienna3 module
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Module membership vs. gene significance
 cor=−0.17, p=0.19

Module Membership in skyblue3 module
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Module membership vs. gene significance
 cor=−0.054, p=0.54

Module Membership in darkgrey module

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r t
ra

it

0.3 0.4 0.5 0.6 0.7 0.8 0.9

0.
0

0.
1

0.
2

0.
3
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Module Membership in lightcyan module
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Module membership vs. gene significance
 cor=−0.22, p=2.7e−07

Module Membership in tan module
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 cor=−0.15, p=0.18

Module Membership in darkmagenta module
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Module Membership in white module
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Module membership vs. gene significance
 cor=−0.12, p=0.0028

Module Membership in pink module
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Module membership vs. gene significance
 cor=0.088, p=0.42

Module Membership in violet module
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Module membership vs. gene significance
 cor=−0.21, p=0.055

Module Membership in darkolivegreen module
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Module membership vs. gene significance
 cor=0.44, p=4.2e−24

Module Membership in salmon module
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Module membership vs. gene significance
 cor=−0.26, p=0.01

Module Membership in saddlebrown module
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Module membership vs. gene significance
 cor=−0.23, p=0.13

Module Membership in floralwhite module
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Module membership vs. gene significance
 cor=−0.28, p=0.044

Module Membership in lightsteelblue1 module
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Module membership vs. gene significance
 cor=0.091, p=0.019

Module Membership in red module
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Module Membership in darkslateblue module
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Module membership vs. gene significance
 cor=0.46, p=0.0048

Module Membership in plum2 module
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Module membership vs. gene significance
 cor=0.44, p=0.00035

Module Membership in plum1 module
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Module membership vs. gene significance
 cor=−0.078, p=0.58

Module Membership in lightcyan1 module
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Module membership vs. gene significance
 cor=−0.14, p=0.05

Module Membership in darkgreen module
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Module membership vs. gene significance
 cor=0.31, p=1.1e−06

Module Membership in royalblue module
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Module membership vs. gene significance
 cor=−0.076, p=0.00064

Module Membership in blue module

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r t
ra

it

0.2 0.4 0.6 0.8

0.
0

0.
1

0.
2

0.
3

0.
4

0.
5

Module membership vs. gene significance
 cor=0.45, p=1.4e−33

Module Membership in black module
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Module membership vs. gene significance
 cor=0.018, p=0.51

Module Membership in brown module
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Module membership vs. gene significance
 cor=−0.14, p=0.0045

Module Membership in midnightblue module
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Module membership vs. gene significance
 cor=−0.21, p=0.00012

Module Membership in lightgreen module
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Module membership vs. gene significance
 cor=−0.14, p=0.00051

Module Membership in magenta module

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r t
ra

it

0.3 0.4 0.5 0.6 0.7 0.8 0.9

0.
0

0.
1

0.
2

0.
3

0.
4

0.
5

Module membership vs. gene significance
 cor=−0.14, p=3.2e−17

Module Membership in turquoise module
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Module membership vs. gene significance
 cor=0.017, p=0.56

Module Membership in yellow module
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Module membership vs. gene significance
 cor=0.36, p=6.1e−19

Module Membership in purple module
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Module membership vs. gene significance
 cor=0.015, p=0.88

Module Membership in skyblue module
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Module membership vs. gene significance
 cor=−0.17, p=2e−04

Module Membership in cyan module
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Module membership vs. gene significance
 cor=−0.094, p=0.028

Module Membership in greenyellow module
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Module membership vs. gene significance
 cor=0.065, p=0.048

Module Membership in grey module
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Module membership vs. gene significance
 cor=0.13, p=0.24

Module Membership in paleturquoise module
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Module membership vs. gene significance
 cor=−0.13, p=8.3e−05

Module Membership in green module
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Module membership vs. gene significance
 cor=−0.2, p=0.00013

Module Membership in grey60 module
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Module membership vs. gene significance
 cor=−0.073, p=0.65

Module Membership in brown4 module
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Module membership vs. gene significance
 cor=−0.23, p=0.18

Module Membership in thistle2 module

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r t
ra

it

0.4 0.5 0.6 0.7 0.8 0.9

0.
00

0.
05

0.
10

0.
15

0.
20

0.
25

0.
30

0.
35

Module membership vs. gene significance
 cor=0.1, p=0.16

Module Membership in darkturquoise module
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Module membership vs. gene significance
 cor=0.09, p=0.14

Module Membership in lightyellow module
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Module membership vs. gene significance
 cor=0.46, p=0.0032

Module Membership in bisque4 module
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Module membership vs. gene significance
 cor=0.01, p=0.94

Module Membership in orangered4 module
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Module membership vs. gene significance
 cor=0.38, p=5.3e−09

Module Membership in darkred module
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Module membership vs. gene significance
 cor=−0.32, p=0.00029

Module Membership in orange module
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Module membership vs. gene significance
 cor=−0.086, p=0.37

Module Membership in darkorange module
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Module membership vs. gene significance
 cor=0.19, p=0.14

Module Membership in yellowgreen module
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Module membership vs. gene significance
 cor=0.47, p=0.00057

Module Membership in ivory module
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Module membership vs. gene significance
 cor=−0.21, p=0.13

Module Membership in mediumpurple3 module
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Module membership vs. gene significance
 cor=−0.037, p=0.81

Module Membership in darkorange2 module
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Module membership vs. gene significance
 cor=−0.23, p=0.023

Module Membership in steelblue module
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Module membership vs. gene significance
 cor=0.49, p=5.3e−06

Module Membership in sienna3 module
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Module membership vs. gene significance
 cor=−0.17, p=0.19

Module Membership in skyblue3 module
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Module membership vs. gene significance
 cor=−0.054, p=0.54

Module Membership in darkgrey module
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Module membership vs. gene significance
 cor=−0.27, p=1.6e−07

Module Membership in lightcyan module
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Module membership vs. gene significance
 cor=−0.22, p=2.7e−07

Module Membership in tan module
G

en
e 

si
gn

ifi
ca

nc
e 

fo
r t

ra
it

0.4 0.5 0.6 0.7 0.8 0.9 1.0

0.
00

0.
05

0.
10

0.
15

0.
20

0.
25

0.
30

Module membership vs. gene significance
 cor=−0.15, p=0.18

Module Membership in darkmagenta module
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Module membership vs. gene significance
 cor=−0.083, p=0.41

Module Membership in white module
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Module membership vs. gene significance
 cor=−0.12, p=0.0028

Module Membership in pink module
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Module membership vs. gene significance
 cor=0.088, p=0.42

Module Membership in violet module
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Module membership vs. gene significance
 cor=−0.21, p=0.055

Module Membership in darkolivegreen module
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Module membership vs. gene significance
 cor=0.44, p=4.2e−24

Module Membership in salmon module

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r t
ra

it

0.4 0.5 0.6 0.7 0.8 0.9 1.0

0.
00

0.
05

0.
10

0.
15

0.
20

0.
25

0.
30

0.
35

Module membership vs. gene significance
 cor=−0.26, p=0.01

Module Membership in saddlebrown module
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Module membership vs. gene significance
 cor=−0.23, p=0.13

Module Membership in floralwhite module
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Module membership vs. gene significance
 cor=−0.28, p=0.044

Module Membership in lightsteelblue1 module
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Module membership vs. gene significance
 cor=0.091, p=0.019

Module Membership in red module
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Module membership vs. gene significance
 cor=−0.15, p=0.38

Module Membership in darkslateblue module
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Module membership vs. gene significance
 cor=0.46, p=0.0048

Module Membership in plum2 module
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Module membership vs. gene significance
 cor=0.44, p=0.00035

Module Membership in plum1 module
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Module membership vs. gene significance
 cor=−0.078, p=0.58

Module Membership in lightcyan1 module
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Module membership vs. gene significance
 cor=−0.14, p=0.05

Module Membership in darkgreen module
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Module membership vs. gene significance
 cor=0.31, p=1.1e−06

Module Membership in royalblue module
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Module membership vs. gene significance
 cor=−0.076, p=0.00064

Module Membership in blue module
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Module membership vs. gene significance
 cor=0.45, p=1.4e−33

Module Membership in black module
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Module membership vs. gene significance
 cor=0.018, p=0.51

Module Membership in brown module
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Module membership vs. gene significance
 cor=−0.14, p=0.0045

Module Membership in midnightblue module
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Module membership vs. gene significance
 cor=−0.21, p=0.00012

Module Membership in lightgreen module
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Module membership vs. gene significance
 cor=−0.14, p=0.00051

Module Membership in magenta module
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Module membership vs. gene significance
 cor=−0.14, p=3.2e−17

Module Membership in turquoise module
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Module membership vs. gene significance
 cor=0.017, p=0.56

Module Membership in yellow module
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Module membership vs. gene significance
 cor=0.36, p=6.1e−19

Module Membership in purple module
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Module membership vs. gene significance
 cor=0.015, p=0.88

Module Membership in skyblue module
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Module membership vs. gene significance
 cor=−0.17, p=2e−04

Module Membership in cyan module
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Module membership vs. gene significance
 cor=−0.094, p=0.028

Module Membership in greenyellow module
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Module membership vs. gene significance
 cor=0.065, p=0.048

Module Membership in grey module
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