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Association between PRDX3 expression and clinical characteristics in LUAD by
logistic regression in the TCGA database

Association between PRDX4 expression and clinical characteristics in LUAD by
logistic regression in the TCGA database.
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Association between PRDX5 expressicn and clinical characteristics in LUAD by
logistic regression in the TCGA database.
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Association between PRDX6 expression and clinical characteristics in LUAD by
logistic regression in the TCGA database.
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Supplementary Figure 1: Association between PRDX1-6 expression and clinical
characteristics in LUAD. (A-F) Correlation between PRDX1-6 expression and clinical
characteristics in LUAD analyzed by logistic regression in the TCGA database.
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Supplementary Figure 2: Independent prognostic risk factors for OS in patients with
LUAD. (A) Independent prognostic risk factors for OS in patients with LUAD
identified by univariate regression analysis of TCGA-LUAD dataset.



Spearman correlation between PRDX1 methylation and mRNA
expression in LUAD
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Supplementary Figure 3: Methylation analysis and mutant landscape of PRDX1. (A)
Correlation between PRDX1 expression and methylation analyzed in GSCA database.
(B) Main mutation sites of PRDX1 genome alterations and mutant landscape of
PRDX1 identified in cBioportal website.



