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Supplementary Figure 1. Cytokine levels in healthy pregnant women and pregnant women with
COVID-19. Comparison of cytokines levels of (A)IL-2, (B)TNF-a, (C)TNF-f, (D)IFN-y, (E)IL-4,
(FIL-5, (G)IL-6, (H)IL-10, (DIL-17A, ()IL-17F, (K)IL-22, (L)IL-1pB, (M)IL-8 and (N)IL-12p70 in
healthy and COVID-19 positive pregnant women during different periods of pregnancy. Data are
shown as mean = SEM. Multiple unpaired ¢-tests were used to determine statistical significance. *P

< 0.05; ns, not significant.
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Supplementary Figure 2. The ratio and cellularity of different lymphocyte among the HC group,
COVID-19 group, PHC group, PCOVID-19 group and PConvalescent group. The frequency and
absolute count of (A-B) T cells, (C-D) CD4" T cells, (E-F) CD56" NK cells and (G-H) CD56%™
NK among the HC group, COVID-19 group, PHC group, PCOVID-19 group and PConvalescent
group. Results are shown as mean £ SEM. One-way ANOVA was used to determine statistical
significance. *P <0.05, **P <0.01, ****P <0.0001, ns, not significant.
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Supplementary Figure 3. [COS expression in NK cells, CD4" T and CD8" T cells among the HC
group, COVID-19 group, PHC group, PCOVID-19 group and PConvalescent group. (A-D) The
expression of ICOS on (A) CD56" NK cells, (B) CD56%™ NK cells, (C) CD4" T and (D) CD8" T
cells in HC, COVID-19, PHC, PCOVID-19 and PConvalescent group. Results are shown as mean
+ SEM. One-way ANOVA was conducted. * P <0.05; ***P <0.001; ns, not significant.



ns

ns
ns ¥
A ns ns B ns C ns
S 1004 Gl 100 = 50 © ns
=3 — v — - — —
S A s o8 ns 9 ns ns
@ v * 2 ; . E 404 Y ’
~ 8 °°° 8
éz é ° v é 30_ 4
o 50- 5, 50+ A 5,
o 3 : 8% < ‘
+ o (8] &
(U + + - el
~ > wl & w10 |&f |- N
S z H e “ 171
) o Fiasa) 2 M -] fee
o 0 - 0 T | E— X2 #T' 0 T T T T T
O O O 9 > O 9 O o >
AR NSRRI
& RN D Y @
O o @ O o @
) QO & Y QC’ &
P <
Q Q
ns ns ns
D ns " E *kk F ns
—_ ns
< 100 xkkF 51009 NS S 2594 ns ns —
g ns & e . iR
= w ] —_— "u.—,' i
3 @ H = 204
x o 8 'ﬂ’ .
Z x » o &
= z = 154
‘:L'% 50 %o 50 E g v
A 0 B
(&) (=] v o
+ O v &)
< o %ol & I
9 zl @ L N . %
e &
g o L ool llel dn tem P2

I
L 2L 2
NN A
o g @
¢ PO
&

Supplementary Figure 4. The level of cytokine secretion and proliferation ability of NK cells in
HC group, COVID-19 group, PHC group, PCOVID-19 group and PConvalescent group. (A-C) The
expression of (A) CD107a (B) IFN-y (C) Ki67 on CD56" NK cells in HC group, COVID-19 group,
PHC group, PCOVID-19 group and PConvalescent group. (D-F) The expression of (D) CD107a (E)
IFN-y (F) Ki67 on CD56%™ NK cells in HC group, COVID-19 group, PHC group, PCOVID-19
group and PConvalescent group. Results are shown as mean £ SEM. One-way ANOVA was used to
determine statistical significance. *P < 0.05; **P <0.01; ***P <0.001; ****P <(0.0001; ns, not

significant.



ns
A ns B *% C
- ns ns
_ 60 ns ns 307  k*kkk ns — 15+ ns
g > 9 ° - = ns ns
v — (-]
% T §§ ns -
o T o 2 E—
[ ﬁzu— 8 10
b 5 iy
(]
of v
‘o 2 10+ é 54 v o 3
I~ = + —_—
) : . I~ & T
S = H B ]
0 T P:“ BIH T T 0 T T T T T
O 2 0 e & Q) o &
Ve @ S PR &
N SN B Y @
OO 00 \!\‘b 0 O q@
Q 00"\\ e QC) &
Q QC’
ns
D _ ™ s E _— F
ns —_— ns ns ns
60+ *kk goo HRk* ng —— 15-
S - — 2
% S 9 ns ns ns
3 . 2 g0 z
Fol - & 87 g 101
P o : -
a °° :!: R *{x, 40 +
O | . 8 % ] oo .
© 207 2 I3 > 29 : S5 e yoE oL
e 8 vyl & a‘: ?'" ZI @ . . E.: o . ‘
o 11 ﬁ IR = . ¥ I?] o I ] 15
0 T T T T T 0 T F%‘ H 0 T T T T T
) o X .
F PP S L PP S SSPEIN SIS
O N O ¢ Q& O ¢ QO F
2 I @ 2 AV @ S AV @
O o @ O o W@ o) O @
G P ¢ P S S P o
Q QOO Q P Q Qoo

Supplementary Figure 5. The level of cytokine secretion and proliferation ability of T cells in HC
group, COVID-19 group, PHC group, PCOVID-19 group and PConvalescent group. (A-C) The
expression of (A) CD107a (B) IFN-y (C) Ki67 on CD4" T cells in HC group, COVID-19 group,
PHC group, PCOVID-19 group and PConvalescent group. (D-F) The expression of (D) CD107a (E)
IFN-y (F) Ki67 on CD8" T cells in HC group, COVID-19 group, PHC group, PCOVID-19 group
and PConvalescent group. Results are shown as mean + SEM. One-way ANOVA was used to
determine statistical significance. **P <0.01; ***P <0.001 ****P <0.0001; ns, not significant.
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Supplementary Figure 6. Expression of ICOSL among the HC group, COVID-19 group, PHC
group, PCOVID-19 group and PConvalescent group. (A) Gating strategy of monocytes, starting
with Lin(CD3, CD19, CD20, CD56, CD66b) HLA-DR", and then divided it into three groups as
CD14'CD16 (classical), CD14"CD16" (intermediate) and CD14°CD16" (non-classical) monocytes.
(B-D) The proportion of (A) CD14"'CD16" classical monocytes, (C) CD14CD16" non-classical
monocytes and (D) CD14°CD16" intermediate in HC group, COVID-19 group, PHC group,
PCOVID-19 group and PConvalescent group. (E-G) The expression of ICOSL in (E) CD14"CD16°
classical monocytes, (F) CD14°CD16" non-classical monocytes and (G) CD14"CD16" intermediate
in HC group, COVID-19 group, PHC group, PCOVID-19 group and PConvalescent group. Results
are shown as mean = SEM. One-way ANOVA was used to determine statistical significance. *P<
0.05; ns, not significant.



