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Figure S1. Association between LINC00313 and clinical features. (A) LINC00313 expression in
HNSC and normal tissues based on the GEO GSE42743 dataset. (B) Expression of LINC00313 in
HNSC patients of different genders. (C) Expression of LINC00313 in HNSC patients of different
stages. (D) Expression of LINC00313 in HNSC patients of different T stages. (E) Expression of
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LINCO00313 in HNSC patients of different N stages. (F) Expression of LINC00313 in HNSC patients

of different M stages.
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Figure S2. (A) Risk score curve showing survival of patients and expression profiles of LINC00313
in low- and high-risk groups based on ICGC-NHSC dataset. (B) LINC00313 expression correlated
with the overall survival rates based on ICGC-NHSC dataset. (C, D, E) The association between
LINCO00313 and DSS, PFS, DFS of NHSC patients based on TCGA-HNSC dataset.
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Figure S4. Western Blot raw data. (A) The same batch of transfected SCC-9 cells, after obtaining
the precipitate, were subjected to WB experiments. The experimental results were obtained from two
gels and two PVDF membranes, with the same amount of supersampling in each column. (B) Photo
and diagram of PVDF membranes before cutting.
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Figure S5. (A) Correlation between LINC00313 and the TIDE score based on ICGC-HNSC dataset.
(B) The correlation between LINC00313 and immunotherapeutic response in HNSC patients based
on ICGC-HNSC dataset. *:P-value < 0.05

A B

o Amplification @ Deep Deletion

0.6%1 1004
0.5%
o 5 m NO
2 04% = 80
] o 7
g -(CJ B YES
w —
g 0.3% a
© ©
o oy
T 02% 2
- 60
SR
0.1% E:
38
o
ak
Structural variant data . + = e
O FH 404
Mutation data + +# L|>J
CNAdata + + =
7]
©
% % s
%o % o
97%’%, D
°, Z
Tk 204
o % z
%, %, 2
", 2
% %
A
Q Q
EN
s G 0-
%, )
KN Y% %
(s (s} % %
% % b B
5, % < %
% % (o)
Q %, ¢
%, % © 2,
3 (?p el
%%
Y L
Group

Figure S6. (A) The copy number of LINC00313 was differentially amplified or deleted in the TCGA-
HNSC Firehose Legacy dataset and TCGA-HNSC PanCancer Atlas dataset. (B) The correlation
between the LINC00313 copy number variant and neo-tumorigenesis event after the first treatment in
patients with HNSC.
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Figure S7. The disease-free rates of patients with altered and unaltered LINC00313 copy
number.
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Figure S8. Genomics alteration correlation with LINC00313 expression. *: P-value < 0.05, **:
P-value < 0.01.



