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Figure S1 Network pharmacology analysis predicted potential targets and signaling 

pathways for PYJ treatment in PID. (A) The Venn diagram of overlap targets between 

376 candidate PYJ-related targets and 1426 PID-related targets. (B) The PPI network 

diagram of PYJ targets against PID in the STRING database. (C) Four clusters of PPI 

network. The circular nodes represent the interacting proteins that directly or indirectly 

interact with each other. The node size represents the importance of proteins and the 

thickness of the line represents the closeness of the relationship between proteins. The 

top 20 enriched (D) GO terms for biological process and (E) KEGG pathways of 91 

targets of PYJ in PID. 

 


