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Supplementary figures: 

 

Fig. S1 Feature plots of marker genes in each cell type, as Fig. 2c. Each dot represents 

a single cell, and the color gradient represents the normalized gene expression. 



 

Fig. S2 Violin plots of selected markers of each cell type showing their gene expression 

levels. 



 

Fig. S3 GO (biological process) terms enriched in nonimmune cluster 2. Top 10 GO 

terms are ordered on the y-axis. X-axis represents the gene ratio. The size of dot 

represents the gene count. The color gradient of dot represents the log P of each 

enriched GO term. 

  



 

Fig. S4 Violin plot shows the expression level of Car4 between nonimmune cluster 2 

and cluster 4. 

  



 

Fig. S5 Dot plot shows the expression of genes related to neutrophil recruitment and 

inflammatory response in the two EC subsets. 

  



 

Fig. S6 Violin plot shows Car4 expression in neutrophils between chemically treated 

and control groups. 


