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Figure S1. GO and KEGG enrichment analysis for DEGs in RIRI vs Sham.



Table S3 Primers designed for qRT-PCR

gene name primer type  Primer Sequence (5°-3”)

Caspl Forward GGCATGCCGTGGAGAGAAAC
Reverse GGTGTTGAAGAGCAGAAAGCA

Bcl2al Forward CAGAATGGAGGCTGGGAAGAT
Reverse ACCATTCTCAAGGGAGCCAG

Ccl20 Forward CAGCCAGTCAGAAGCAGCAAG
Reverse CGGCCATCTGTGTTGTGAAAC

M17ra Forward GCTAGGAAAGCCCGTCGT
Reverse CTAGAGCCGGGAAGTCGAG

Pycard Forward AGCTGCAAAAGATTATGGAAGAGTC
Reverse GCCTGGTACTGTCCTTCAGTC

Rac2 Forward GATGAGGCAATCCGAGCAGT
Reverse AGACTGGGAAGACACCCCTA

Tgfbl Forward GACCGCAACAACGCAATCTA
Reverse CGTGTTGCTCCACAGTTGAC

Myc Forward CTTACAATCTGCGAGCCAGGA
Reverse ATCGTCGTGACTGTCGGGTTT

Lgals3 Forward GAGGAGCACTAACCAGGAAAATG
Reverse TCGAGGGTTTGGGTTTCCAG

Nefm Forward GAGATCGCCGCATATAGGAAA
Reverse GTGTACAGAGGCCCAGTGAT

Noval Forward AGCACCAAGAGGACCAACAC
Reverse ACCCTCTCAGTAGTACCTGGAT

Pakl Forward AGCGAGCGCAGAAGTAGC
Reverse GGTGTTTCTCATCGGAGGGG

Gfap Forward GGGCGAAGAAAACCGCATC
Reverse ATTTGGTGTCCAGGCTGGTT

TNF-a Forward ACTGAACTTCGGGGTGATTG
Reverse GCTTGGTGGTTTGCTACGAC

IL-6 Forward GGCTAAGGACCAAGACCATCCAA
Reverse TCTGACCACAGTGAGGAATGTCCA

IL-1P Forward CTCCATGAGCTTTGTACAAGG
Reverse GGGGTTGACCATGTAGTCGT

IFN-y Forward AAGACAACCAGGCCATCAGCAA
Reverse GAACTTGGCGATGCTCATGAATGC

GAPDH Forward GCAAGTTCAACGGCACAG

Reverse GCCAGTAGACTCCACGACAT




