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Supplementary Online Fig.1 Gene ontology (GO) analysis of differentially expressed proteins.



Top 20 of KEGG Enrichment
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Supplementary Online Fig.2. KEGG analysis of differentially expressed proteins



Top 20 of DO Enrichment
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Supplementary Online Fig.3. Disease Ontology (DO) analysis of differentially expressed proteins.



Top 20 of reactome Enrichment
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Supplementary Online Fig.4 Reactome enrichment analysis of differentially expressed proteins.



