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Supplementary Figure 1. Survival analysis based on key genes. (A–F) 
Survival analysis of the association between CCNB1 (A), BUB1B (B), CCNA2 
(C), CDC45 (D), MAD2L1 (E) and ORC6 (F) expression and overall survival or 
disease-free survival based on hepatocellular carcinoma patients in the TCGA 
cohort. 



 

Supplementary Figure 2. (A–F) Correlation between levels of CCNB1 (A), 
BUB1B (B), CCNA2 (C), CDC45 (D), MAD2L1 (E) and ORC6 (F) and tumor 
purity, infiltrating levels of CD8+ T cells, CD4+ T cells, macrophages, 
neutrophils and dendritic cells in hepatocellular carcinoma tissues. Each dot 
represents a sample in the TCGA cohort.  

 



Supplementary Figure 3. (A–E) Correlation between copy number variation 
of key genes and immune cell infiltration. Correlation between CCNB1 (A), 
BUB1B (B), CCNA2 (C), CDC45 (D) and MAD2L1 (E) copy number variation 
affected infiltrating levels in hepatocellular carcinoma tissues. 

 


