Supplementary Figures

Supplementary Figure 1

Expression of HNF18 in BRCA based on Sample types.

Expression of HNF18 in CESC based on Sample types

Expression of HNF18 in ESCA based on Sample types

Expression of HNF18 in HNSC based on Sample types

§ oot 5 5. | 5 |
1 £ £ g o |
ﬂ = - - -
) “TCGA samples TCGA samples. N TCGA samples. )
Expression of HNF1B in LUAD based on Sample types Expression of HNF1B in PAAD based on Sample types Expression of HNF1B in PRAD based on Sample types
5© 5 H 5 - 5
1 T i [ | 1 H | i
5 i 3 3 3
i — i i je
£, ' E= H
i i | ! . — i s

2

TCGA samples

Supplementary Figure 1. HNF1B expression in tumor tissues and normal tissues (without significant

differences).
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Supplementary Figure 2. HNF1B expression is correlated with NK cells and cancer-associated fibroblast

infiltration levels in cancer (EPIC algorithm). ESCA: esophageal carcinoma, KIRP: kidney renal clear

cell carcinoma, LIHC: liver hepatocellular carcinoma, TGCTs: testicular germ cell tumors, THCA:

thyroid carcinoma.
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Supplementary Figure 3: The prognostic value of HNF1B expression and B-cell infiltration levels based

on TIMER.



