Supplemental Table 1 Differential otu between HTN and BP normal

pvalue  padj taxonomy

Otu6 0.006 0.048 k Bacteria;p__Bacteroidetes;c _Bacteroidia;o _Bacteroidales
;f Bacteroidaceae;g_ Bacteroides

Otu34 0.000 0.002 k Bacteria;p__Bacteroidetes;c _Bacteroidia;o _Bacteroidales
;f Bacteroidaceae;g_ Bacteroides

Otu54 0.000  0.004 k Bacteria;p Proteobacteria;c__Betaproteobacteria;o Burk
holderiales;f Sutterellaceae;g_ Sutterella

Otu68 0.002 0.016  k_Bacteria;p__Bacteroidetes;c _Bacteroidia;o _Bacteroidales
;f Prevotellaceae;g_ Prevotella

Otu76 0.003 0.026  k_Bacteria;p__Bacteroidetes;c _Bacteroidia;o _Bacteroidales
;f Prevotellaceae;g_ Paraprevotella

Otu85 0.001 0.013  k Bacteria;p  Firmicutes;c__Clostridia;o  Clostridiales;f P
eptostreptococcaceae;g_ Romboutsia

Otul01 0.000 0.000  k Bacteria;p__Actinobacteria;c__Actinobacteria;o _Coriobac
teriales;f Coriobacteriaceae;g  Olsenella

Otull6  0.001 0.009  k_Bacteria;p__ Proteobacteria;c__Betaproteobacteria;o Burk
holderiales;f Sutterellaceae;g  Sutterella

Otul25  0.004 0.033 k Bacteria;p__ Firmicutes;c__Clostridia;o _ Clostridiales;f R
uminococcaceae;g__ Clostridium IV

Otul27  0.000 0.000  k_Bacteria;p__Firmicutes;c__Clostridia;o _Clostridiales;f R
uminococcaceae;g Ruminococcus

Otul35  0.005 0.038 k Bacteria;p__Tenericutes;c _Mollicutes;o _Anaeroplasmata
les;f Anaeroplasmataceae;g Asteroleplasma

Otul36  0.002 0.019  k_Bacteria;p__ Proteobacteria;c__Deltaproteobacteria;o  Des
ulfovibrionales;f Desulfovibrionaceae;g Desulfovibrio

Otul45  0.006 0.043 k Bacteria;p__ Proteobacteria;c__Betaproteobacteria;o Burk
holderiales;f Sutterellaceae;g  Sutterella

Otul51 0.000 0.005 k Bacteria;p__ Firmicutes;c__Clostridia;o _Clostridiales;f C
lostridiaceae 1;g  Clostridium sensu stricto

Otul70  0.002 0.021 k Bacteria;p _Bacteroidetes;c _Bacteroidia;o Bacteroidales
;f Rikenellaceae;g  Alistipes

Otul71 0.000 0.003 k Bacteria;p__ Firmicutes;c__Clostridia;o _ Clostridiales;f R
uminococcaceae;g__ Sporobacter

Otul76 ~ 0.000  0.000  k Bacteria;p Firmicutes;c__Erysipelotrichia;o Erysipelotri
chales;f Erysipelotrichaceae;g Faecalitalea

Otul81 0.000 0.001 k Bacteria;p__ Firmicutes;c__Clostridia;o _Clostridiales;f C
lostridiales Incertae Sedis XII;g Guggenheimella

Otul89  0.005 0.038 k Bacteria;p _ Firmicutes;c__ Bacilli;o Lactobacillales;f L
actobacillaceae;g_ Lactobacillus

Otul93  0.000 0.002  k_Bacteria;p Bacteroidetes;c _Bacteroidia;o Bacteroidales

;f  Prevotellaceae;g  Prevotella




Otul9%4

Otu201

Otu203

Otu204

Otu207

Otu220

Otu239

Otu244

Otu252

Otu256

Otu257

Otu265

Otu269

Otu272

Otu273

Otu279

Otu281

Otu285

Otu289

Otu293

Otu299

Otu304

0.000

0.000

0.001

0.001

0.000

0.000

0.000

0.003

0.000

0.000

0.000

0.000

0.000

0.006

0.004

0.000

0.000

0.002

0.000

0.000

0.000

0.002

0.000

0.000

0.009

0.006

0.002

0.000

0.000

0.027

0.001

0.000

0.002

0.000

0.004

0.048

0.035

0.003

0.001

0.019

0.000

0.000

0.000

0.019

k Bacteria;p _Actinobacteria;c _ Actinobacteria;o Coriobac
teriales;f Coriobacteriaceae;g  Olsenella

k Bacteria;p _ Proteobacteria;c Deltaproteobacteria;o  Bdel
lovibrionales;f Bdellovibrionaceae;g_Vampirovibrio

k Bacteria;p _ Firmicutes;c _ Clostridia;o _ Clostridiales;f R
uminococcaceae;g__ Clostridium IV

k Bacteria;p _ Firmicutes;c__Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Eisenbergiella

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f  Porphyromonadaceae;g_ Parabacteroides

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Prevotellaceae;g  Prevotella

k Bacteria;p  Proteobacteria;c Betaproteobacteria;o  Burk
holderiales;f _Sutterellaceae;g Parasutterella

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Sporobacterium

k Bacteria;p _ Firmicutes;c__ Erysipelotrichia;o _ Erysipelotri
chales;f Erysipelotrichaceae;g  Faecalitalea

k Bacteria;p _ Firmicutes;c__ Clostridia;o _Clostridiales;f C
lostridiales_incertae sedis;g  Proteiniborus

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Bacteroidaceae;g  Bacteroides

k Bacteria;p  Proteobacteria;c Betaproteobacteria;o  Burk
holderiales;f Sutterellaceae;g_ Sutterella

k Bacteria;p _ Firmicutes;c__ Clostridia;o  Clostridiales;f C
lostridiales Incertae Sedis XII;g Acidaminobacter

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Bacteroidaceae;g  Bacteroides

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f  Porphyromonadaceae;g  Parabacteroides

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g_ Intestinimonas

k_Bacteria;p Bacteroidetes;c__Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g Acetobacteroides

k_Bacteria;p Bacteroidetes;c__Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g  Barnesiella

k _Bacteria;p Bacteroidetes;c__Bacteroidia;o Bacteroidales
;f  Prevotellaceae;g  Prevotella

k _Bacteria;p Bacteroidetes;c__Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g  Barnesiella

k _Bacteria;p Bacteroidetes;c__ Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g Barnesiella

k Bacteria;p _Lentisphaerae;c Lentisphaeria;o  Victivallal

es;f Victivallaceae;g  Victivallis




Otu310

Otu313

Otu315

Otu323

Otu326

Otu328

Otu355

Otu356

Otu357

Otu360

Otu364

Otu373

Otu376

Otu378

Otu388

Otu389

Otu393

Otu404

Otu405

Otu418

Otu422

Otu439

0.003

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.001

0.000

0.000

0.000

0.001

0.001

0.000

0.004

0.000

0.000

0.000

0.000

0.000

0.003

0.029

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.009

0.001

0.000

0.000

0.014

0.006

0.000

0.036

0.000

0.000

0.000

0.000

0.000

0.022

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g_ Acetanaerobacterium

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Prevotellaceae;g  Paraprevotella

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g__ Clostridium IV

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f  Prevotellaceae;g  Prevotella

k Bacteria;p _ Firmicutes;c _ Clostridia;o _ Clostridiales;f R
uminococcaceae;g__Anaerotruncus

k Bacteria;p _ Proteobacteria;c Deltaproteobacteria;o  Bdel
lovibrionales;f Bdellovibrionaceae;g Vampirovibrio

k Bacteria;p _Actinobacteria;c _ Actinobacteria;o Coriobac
teriales;f Coriobacteriaceae;g Adlercreutzia

k Bacteria;p _ Firmicutes;c__Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Lachnospiracea incertae sedis

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g__ Intestinimonas

k Bacteria;p _ Firmicutes;c_ Negativicutes;o _Selenomonad

ales;f Veillonellaceae;g  Mitsuokella

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Prevotellaceae;g  Paraprevotella

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f  Porphyromonadaceae;g  Macellibacteroides

k Bacteria;p  Firmicutes;c  Negativicutes;o _Selenomonad

ales;f Acidaminococcaceae;g Phascolarctobacterium

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g  Barnesiella

k Bacteria;p _Actinobacteria;c _ Actinobacteria;o Coriobac
teriales;f Coriobacteriaceae;g Enterorhabdus

k Bacteria;p_ Firmicutes;c__ Clostridia;o _ Clostridiales;f C
hristensenellaceae;g  Christensenella

k Bacteria;p  Bacteroidetes;c_Bacteroidia;o_Bacteroidales
;f Porphyromonadaceae;g  Barnesiella

k_Bacteria;p Bacteroidetes;c__Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g Coprobacter

k Bacteria;p _ Firmicutes;c__ Erysipelotrichia;o _ Erysipelotri
chales;f Erysipelotrichaceae;g Faecalitalea

k Bacteria;p _ Firmicutes;c__ Erysipelotrichia;o _ Erysipelotri
chales;f Erysipelotrichaceae;g  Bulleidia

k _Bacteria;p Bacteroidetes;c__ Bacteroidia;o Bacteroidales
;f Rikenellaceae;g  Alistipes

k Bacteria;p  Firmicutes;c _ Clostridia;o  Clostridiales;f C
lostridiales Incertae Sedis XII;g Guggenheimella




Otu453

Otu461

Otu462

Otu463

Otu467

Otu471

Otud75

Otud77

Otu478

Otu484

Otu489

Otu493

Otu499

Otu548

Otu601

Otu626

Otu630

Otu723

Otu732

Otu738

Otu933

Otu971

0.000

0.000

0.000

0.005

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.000

0.041

0.000

0.000

0.000

0.000

0.000

0.002

0.000

0.000

0.000

0.000

0.000

0.000

0.004

0.000

0.000

0.002

0.001

0.000

k Bacteria;p__ Firmicutes;c__ Erysipelotrichia;o _ Erysipelotri
chales;f Erysipelotrichaceae;g  Faecalitalea

k Bacteria;p  Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Rikenellaceae;g  Alistipes

k Bacteria;p _Synergistetes;c__Synergistia;o _Synergistales;
f Synergistaceae;g Lactivibrio

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g__ Clostridium III

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Cellulosilyticum

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Marvinbryantia

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Prevotellaceae;g  Prevotella

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g__Flavonifractor

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g  Barnesiella

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g  Butyricimonas

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Clostridium X1Va

k Bacteria;p  Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g_ Anaerotruncus

k Bacteria;p  Firmicutes;c _ Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Clostridium X1Va

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g_ Intestinimonas

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Porphyromonadaceae;g  Barnesiella

k Bacteria;p  Firmicutes;c _ Clostridia;o _ Clostridiales;f R
uminococcaceae;g_ Gemmiger

k_Bacteria;p Bacteroidetes;c__Bacteroidia;o Bacteroidales
;f Bacteroidaceae;g  Bacteroides
k_Bacteria;p__ Firmicutes;c _Negativicutes;o _Selenomonad
ales;f Veillonellaceae;g  Veillonella
k_Bacteria;p__ Firmicutes;c _Negativicutes;o _Selenomonad
ales;f Veillonellaceae;g Mitsuokella

k_Bacteria;p _ Firmicutes;c _ Clostridia;o__ Clostridiales;f C
hristensenellaceae;g  Christensenella
k_Bacteria;p__ Firmicutes;c _ Bacilli;o Lactobacillales;f L
actobacillaceae;g_ Lactobacillus

k Bacteria;p _ Firmicutes;c _ Bacilli;o Lactobacillales;f E

nterococcaceae;g_ Enterococcus




Otul011

Otul189

Otul289

Otul295

Otul300

Otul553

Otul777

Otu2401

Otu2527

Otu2780

Otu7317

Otu7578

0.000

0.000

0.000

0.000

0.006

0.000

0.000

0.000

0.005

0.001

0.000

0.002

0.000

0.004

0.000

0.000

0.044

0.000

0.000

0.000

0.040

0.013

0.000

0.021

k Bacteria;p _ Firmicutes;c__ Clostridia;o _ Clostridiales;f R
uminococcaceae;g__Flavonifractor

k Bacteria;p _ Firmicutes;c__ Bacilli;o Lactobacillales;f L
actobacillaceae;g_ Lactobacillus

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f  Prevotellaceae;g  Prevotella

k Bacteria;p _ Firmicutes;c__Clostridia;o _ Clostridiales;f L
achnospiraceae;g_ Cellulosilyticum

k Bacteria;p _ Firmicutes;c__Clostridia;o _Clostridiales;f C
atabacteriaceae;g_ Catabacter

k Bacteria;p _ Proteobacteria;c _Betaproteobacteria;o  Neiss
eriales;f Neisseriaceae;g Microvirgula

k Bacteria;p  Firmicutes;c_ Negativicutes;o _Selenomonad
ales;f Veillonellaceae;g  Dialister

k Bacteria;p  Firmicutes;c_ Negativicutes;o _Selenomonad
ales;f Veillonellaceae;g Megasphaera

k Bacteria;p _ Firmicutes;c__ Clostridia;o _Clostridiales;f P
eptostreptococcaceae;g__ Terrisporobacter

k Bacteria;p _ Firmicutes;c__ Negativicutes;o _Selenomonad
ales;f Veillonellaceae;g Megasphaera

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidales
;f Bacteroidaceae;g  Bacteroides

k Bacteria;p_ Proteobacteria;c Gammaproteobacteria;o  E
nterobacteriales;f Enterobacteriaceae;g Cosenzaea




Supplemental Table 2 Differential otu between IDN and BP normal

pvalue padj taxonomy

Otu48 0.002 0.044  k_Bacteria;p_ Firmicutes;c_ Bacilli;o Lactobacillales;f
Lactobacillaceae;g_Lactobacillus

Otu87 0.000 0.000  k _Bacteria;p__Actinobacteria;c__Actinobacteria;o _Coriob
acteriales;f Coriobacteriaceae;g__ Olsenella

Otul01 0.000 0.000  k _Bacteria;p__Actinobacteria;c__Actinobacteria;o _Coriob
acteriales;f Coriobacteriaceae;g__ Olsenella

Otul56 0.000  0.005 k_Bacteria;p_Firmicutes;c Clostridia;o  Clostridiales;f
Christensenellaceae;g_ Christensenella

Otul6l 0.000  0.008 k Bacteria;p Firmicutes;c Bacilli;o Lactobacillales;f
Lactobacillaceae;g_Lactobacillus

Otu242 0.000 0.000  k Bacteria;p__Firmicutes;c__Negativicutes;o _Selenomona
dales;f Acidaminococcaceae;g_Acidaminococcus

Otul003 0.000 0.000  k Bacteria;p__Firmicutes;c__Negativicutes;o _Selenomona

dales;f Veillonellaceae;g Megasphaera




Supplemental Table 3 Differential otu between SH and BP normal

pvalue padj taxonomy

Otu43 0.004 0.034 k Bacteria;p__Firmicutes;c__Clostridia;o _ Clostridiales;f
Lachnospiraceae;g_ Lachnospiracea incertae_sedis

Otu49 0.000 0.005 k Bacteria;p _Verrucomicrobia;c__ Verrucomicrobiae;o Ve
rrucomicrobiales;f Verrucomicrobiaceae;g  Akkermansia

Otu54 0.004 0.037 k Bacteria;p__ Proteobacteria;c  Betaproteobacteria;o  Bur
kholderiales;f _Sutterellaceae;g__ Sutterella

Otu87 0.000 0.000 k Bacteria;p __Actinobacteria;c__Actinobacteria;o Corioba
cteriales;f Coriobacteriaceae;g__ Olsenella

Otul00  0.000 0.000 k Bacteria;p _Bacteroidetes;c _Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g  Butyricimonas

Otull6  0.000 0.000 k Bacteria;p__ Proteobacteria;c__Betaproteobacteria;o  Bur
kholderiales;f _Sutterellaceae;g_ Sutterella

Otull8 0.001 0.007 k Bacteria;p__ Firmicutes;c__Clostridia;o _Clostridiales;f
Ruminococcaceae;g_ Cellulosibacter

Otul20  0.000 0.002 k Bacteria;p _ Bacteroidetes;c _Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g Barnesiella

Otul22  0.003 0.030 k Bacteria;p _Bacteroidetes;c _Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g  Parabacteroides

Otul36  0.000 0.004 k Bacteria;p__ Proteobacteria;c__Deltaproteobacteria;o  De
sulfovibrionales;f Desulfovibrionaceae;g Desulfovibrio

Otul39  0.000 0.000 k Bacteria;p _ Proteobacteria;c__ Alphaproteobacteria;o  Rh
odospirillales;f Rhodospirillaceae;g  Aestuariispira

Otul60  0.000 0.000 k Bacteria;p__Actinobacteria;c__Actinobacteria;o Bifidob
acteriales;f Bifidobacteriaceae;g  Aeriscardovia

Otul76  0.000 0.000 k Bacteria;p_ Firmicutes;c__Erysipelotrichia;o  Erysipelotr
ichales;f Erysipelotrichaceae;g Faecalitalea

Otul85  0.003 0.032 k Bacteria;p__ Proteobacteria;c__Deltaproteobacteria;o  De
sulfovibrionales;f Desulfovibrionaceae;g_ Bilophila

Otul89 0.000 0.002 k Bacteria;p _ Firmicutes;c__ Bacilli;o Lactobacillales;f
Lactobacillaceae;g_Lactobacillus

Otul94  0.002 0.016 k Bacteria;p _Actinobacteria;c__ Actinobacteria;o Corioba
cteriales;f Coriobacteriaceae;g  Olsenella

Otu201 0.000 0.000 k Bacteria;p__ Proteobacteria;c__Deltaproteobacteria;o  Bd
ellovibrionales;f Bdellovibrionaceae;g Vampirovibrio

Otu204  0.000 0.001 k Bacteria;p _ Firmicutes;c__Clostridia;o _Clostridiales;f
Lachnospiraceae;g_ Eisenbergiella

Otu205  0.004 0.035 k Bacteria;p _ Bacteroidetes;c _Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g Butyricimonas

Otu207  0.000 0.000 k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidale

s;f Porphyromonadaceae;g  Parabacteroides




Otu222

Otu225

Otu230

Otu239

Otu245

Otu251

Otu256

Otu258

Otu263

Otu264

Otu281

Otu299

Otu314

Otu315

Otu328

Otu341

Otu349

Otu356

Otu373

Otu389

Otu403

Otu405

0.001

0.000

0.000

0.000

0.001

0.000

0.000

0.004

0.001

0.000

0.000

0.000

0.000

0.000

0.000

0.004

0.001

0.000

0.000

0.000

0.000

0.000

0.015

0.000

0.000

0.000

0.015

0.005

0.000

0.037

0.015

0.000

0.000

0.000

0.001

0.000

0.001

0.037

0.011

0.000

0.000

0.000

0.000

0.000

k Bacteria;p _ Firmicutes;c _ Bacilli;o Bacillales;f Staph
ylococcaceae;g  Staphylococcus

k Bacteria;p _ Firmicutes;c _Bacilli;o Lactobacillales;f
Lactobacillaceae;g_ Lactobacillus

k Bacteria;p _ Firmicutes;c__Clostridia;o _Clostridiales;f
Clostridiaceae 4;g_ Geosporobacter

k Bacteria;p _ Proteobacteria;c__ Betaproteobacteria;o Bur
kholderiales;f _Sutterellaceae;g  Parasutterella

k Bacteria;p _ Firmicutes;c _Bacilli;o _Lactobacillales;f S
treptococcaceae;g_ Lactococcus

k Bacteria;p _Firmicutes;c__Clostridia;o _Clostridiales;f
Ruminococcaceae;g_ Intestinimonas

k Bacteria;p _Firmicutes;c__Clostridia;o _Clostridiales;f
Clostridiales_incertae_sedis;g__Proteiniborus

k Bacteria;p  Firmicutes;c _ Bacilli;o Lactobacillales;f
Leuconostocaceae;g  Weissella

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Rikenellaceae;g  Alistipes

k Bacteria;p _Firmicutes;c__Clostridia;o _Clostridiales;f
Ruminococcaceae;g_ Clostridium [V

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g Acetobacteroides

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g Barnesiella

k Bacteria;p Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Rikenellaceae;g Alistipes

k Bacteria;p  Firmicutes;c__Clostridia;o _ Clostridiales;f
Ruminococcaceae;g_ Clostridium IV

k Bacteria;p _ Proteobacteria;c__ Deltaproteobacteria;o  Bd
ellovibrionales;f Bdellovibrionaceae;g Vampirovibrio

k Bacteria;p Proteobacteria;c Gammaproteobacteria;o
Aeromonadales;f Succinivibrionaceae;g__Succinivibrio

k Bacteria;p_ Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Prevotellaceae;g_ Prevotella
k_Bacteria;p__ Firmicutes;c _ Clostridia;o _ Clostridiales;f
Lachnospiraceae;g_Lachnospiracea_incertae_sedis

k Bacteria;p_ Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g Macellibacteroides
k_Bacteria;p__ Firmicutes;c _ Clostridia;o _ Clostridiales;f
Christensenellaceae;g  Christensenella

k Bacteria;p_ Bacteroidetes;c  Bacteroidia;o _Bacteroidale
s;f Prevotellaceae;g_ Paraprevotella

k Bacteria;p_ Firmicutes;c _ Erysipelotrichia;o _ Erysipelotr
ichales;f Erysipelotrichaceae;g  Faecalitalea




Otu421

Otu422

Otu449

Otu467

Otu489

Otu601

Otu675

Otu838

Otu971

Otul189

Otul197

Otul295

Otul777

0.002

0.000

0.001

0.000

0.000

0.000

0.005

0.000

0.000

0.000

0.001

0.000

0.000

0.022

0.000

0.007

0.000

0.000

0.000

0.044

0.001

0.000

0.000

0.012

0.000

0.000

k Bacteria;p _ Firmicutes;c__Clostridia;o _Clostridiales;f
Ruminococcaceae;g_ Oscillibacter

k Bacteria;p _Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Rikenellaceae;g  Alistipes

k Bacteria;p _ Firmicutes;c__ Clostridia;o _Clostridiales;f
Ruminococcaceae;g  Clostridium IV

k Bacteria;p _ Firmicutes;c__Clostridia;o _Clostridiales;f
Lachnospiraceae;g__ Cellulosilyticum

k Bacteria;p _ Firmicutes;c__Clostridia;o _Clostridiales;f
Lachnospiraceae;g__ Clostridium XIVa

k Bacteria;p _Bacteroidetes;c Bacteroidia;o Bacteroidale
s;f Porphyromonadaceae;g Barnesiella

k Bacteria;p _Firmicutes;c__Clostridia;o _Clostridiales;f
Ruminococcaceae;g  Ruminococcus

k Bacteria;p _Firmicutes;c__Clostridia;o _Clostridiales;f
Christensenellaceae;g_ Christensenella

k Bacteria;p  Firmicutes;c _ Bacilli;o Lactobacillales;f
Enterococcaceae;g  Enterococcus

k Bacteria;p  Firmicutes;c _ Bacilli;o Lactobacillales;f
Lactobacillaceae;g_ Lactobacillus

k Bacteria;p _ Proteobacteria;cGammaproteobacteria;o
Pasteurellales;f Pasteurellaceae;g Haemophilus

k Bacteria;p _Firmicutes;c__Clostridia;o _ Clostridiales;f
Lachnospiraceae;g_ Cellulosilyticum

k Bacteria;p  Firmicutes;c Negativicutes;o _Selenomona
dales;f Veillonellaceae;g  Dialister




